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به  جدا شده از گوشت قرمز وميانتروکوکوس فاس
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PCR

DNA

Uviteck

Rep-PCRREP1R
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در محيط کشت کانامايسين اسکولين آگار انتروکوکوس فاسيومواکنش  : 1شکل 

 

 انتروکوکوس فاسيومهاي در ايزوله 16srRNAمربوط به رديابي ژن   PCR زماني واکنش -. توالي پرايمرها و برنامه دمايي1جدول
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NTSYS

UPGMA

Rep-PCR

: مارکر   M ستون.  وميانتروکوکوس فاس يهازولهيدر ا 16srRNAژن   يابيمربوط به رد PCRژل حاصل از الکتروفورز محصول  :2شکل 

DNAفرمنتاز.  DNA يلو جفت بازيک1

16srRNA
 

: M()ستون 18 -1 يهازولهي)ا وميانتروکوکوس فاس يهازولهيا يرو Rep-PCRژل حاصل از الکتروفورز محصول  :3شکل 

 DNA
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M(30 -19 يهازولهي)ا وميانتروکوکوس فاس يهازولهيا يرو Rep-PCRصول ژل حاصل از الکتروفورز مح :4شکل 

 DNA

 يها زولهيا يرو ساده تطابق و سيدا جاکارد، تشابه بيضرا و UPGMA تميالگور يبرا شده محاسبه کيکوفنت بيضر :2جدول 

 REP-PCRنشانگر باوم يانتروکوکوس فاس

JDICESM

UPGMA

 ب جاکارديضر يبر مبناREP-PCR نشانگر باوم يانتروکوکوس فاس يهازولهيز ايدندروگرام حاصل از آنال :5شکل 
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Rep-PCR

 

 يريگ جهينت
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Abstract: 
 
Background & aim: Increasing food consumption outdoors in different societies has raised the risk 
of transmission of foodborne pathogens as a global health problem. Molecular typing methods such 
as REP-PCR produced DNA profiles for differentiation and characterization of pathogenic strains. 
The aim of the present study was to evaluate the accuracy of molecular fingerprinting method 
based on repeated sequences (rep-PCR) to determine the affinities between different of 
Enterococcus faecium isolated from beef meat as a cause of foodborne infections. 
 
Methods: The present cross-sectional descriptive-analytical study was conducted in 2018 on 80 
meat samples examined by biochemical and molecular methods for the presence of Enterococcus 
faecium. The molecular pattern of DNA fragments was determined based on the presence or 
absence of bands and their size in gel electrophoresis. The collected data were analyzed using 
NTSYS software version 2.02e and Cofenet correlation coefficient. 
 
Results: Of the total 80 samples, 66 (82.5%) were identified as Enterococcus, while 30 (45.45%) 
were Enterococcus faecium. Based on Genetic Classification by Rep-PCR, 30 isolates of 
Enterococcus faecium were included in 18 profiles. Placement of the studied isolates in several 
subgroups showed the acceptable discrimination power of Rep-PCR technique in genotyping of 
Enterococcus faecium. 
 
Conclusion: The results of the present study revealed that Rep-PCR is a simple, fast, and highly 
dispersive method to describe the genetic diversity of Enterococcus faecium strains.and method 
with high dispersal ability to characterize the genetic diversity of Enterococcus faecium strains.  
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