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 ها افتهي

CLSI
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  traTتوالي پرايمر مشخصات و : 1جدول 
 

TraT-F 5′-ggtgtggtgcgatgagcacag-3'bp

TraT-R 5′-cacggttcagccatccctgag-3′ 

 

 اشريشياي کلي هاي  زولهيا يکيوتيب يآنت تيحساس ليپروفا: 1 نمودار
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traT .M : traTCنتايج مولکولي براي ژن  : 2 نمودار

 
 

 در باکتري ها traTان باکتري مقاوم به آنتي بيوتيک با وجود يا عدم وجود ژن : مقايسه ميز2نمودار
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Abstract 
 

Background & aim: Escherichia coli is one of the most important causes agents of urinary tract 
infection in human. Thus, identification of Escherichia coli resistance patterns seems to be necessary. 
traT gene has been reported variable in E.coli strains isolated from urinary tract infection. The aim of 
this study was to investigate the prevalence of uropathogenic E. coli and detection of traT gene in 
isolated from patients referred to Abadan hospitals. 
 
Methods: In this experimental study, 138 urine specimens were collected from patients suffering from 
urinary tract infection in Abadan hospitals and medical centers during 2017-2018. A number of100 E. 
coli strains were identified using microbiological and biochemical tests. The drug sensitivity definition 
test was done by PCR method. The collected data were analyzed by one-way ANOVA and T-test.  
 
Result: Among isolates isolated from E. coli, 15 isolates were resistant to all used antibiotics. The 
highest resistance rates of E. coli isolates to Nalidixic acid and Tetracycline were 92% and 91%, 
respectively. The least resistance was observed for Nitrofurantoin and Cefoxitin (23% and 24%). Also, 
in 11 isolates, the presence of traT gene was confirmed; therefore, the prevalence of the traT gene 
was 73.33%  
 
Conclusion: Based on the results, the traT virulence gene was highly prevalent among strains 
isolated from Abadan hospitals. Therefore, traT gene could be considered as a therapeutic target in 
the future. 
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